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DATA STRUCTURE

matrix M x N - Count matrix

M = 37 000

N = 200 000
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DIMENSIONALITY REDUCTION



UMAP RESULT



Variational autoencoder

2000 

dimensions
2 dimensions

https://lilianweng.github.io/posts/2018-08-12-vae/



σ2

VARIATIONAL AUTOENCODER 

ARCHITECTURE

Input -> cell

Vector with size = gene count 

Output -> reconstructed cell

Vector with size = gene count 

Latent space: 4 

neurons (2 for µ and 2 

for σ 2)

512 neurons 512 neurons

Variable: (4-64 

neurons)
µ



SINGLE CELL PIPELINE USING VAE
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